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The significant differences between 32 genotypes of wheat for all the characterswere observed. Genotypeswere grouped into six
clusterswith cluster | having maximum genotypes (18) followed by cluster 111 and clustersl1, clusters|V and VI were monogenotypic.
Maximum inter-cluster distance wasrecorded between cluster VV and V1 (860.24) and maximum intra-cluster distance wasrecorded
incluster 111 (130.18). Cluster |11 registered maximum cluster mean valuesfor grain yield and important yield contributing characters
like ear head length, spikelets per spike, tillers per running meter, grains per spike, 1000 grain weight, hectolitreweight and protein
content. The highest contribution towards genetic diversity was contributed by plant height followed by protein content and
1000 grain weight. Therefore, for hybridization genotypes from cluster V and V1 should be selected for obtaining desired
recombinants in the segregating generations.
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